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LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



gene 



CDS 



Craniata; Vertebrata; Euteleostomi; 
Catarrhini; Hominidae; Homo. 



XM_002333 2996 bp mRNA PRi 09-FEB-2001 

Homo sapiens hypothetical protein FLJ10624 (FLJ10624), mRNA. 
XM_002333 

XM_002333.2 GI: 12728297 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 2996) 
NCBI Annotation Project. 
Direct Submission 

Submitted (05-FEB-2001) National Center for Biotechnology 
Information, NIH, Bethesda, MD 20894, USA 

GENOME ANNOTATION REFSEQ: This reference sequence was derived by 
automated computational analysis of NCBI genomic sequence contig 
NT_022380 using gene prediction method: Acembly. 

Supporting evidence includes similarity to: 1 mRNAs See details in 
AceView: 55189. 

[WARNING] On Apr 16, 2001 this sequence was replaced by a newer 
version gi:13636382. 

On Feb 9, 2001 this sequence version replaced gi: 11429056. 
Location/Qualifiers 
1. .2996 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome= " 2 " 
1. .2996 

/gene="FLJ10624" 
/db_xref="LocusID: 55189" 
<1108. .2715 
/gene=" FLJ10624" 
/codon_start=l 

/exception-"No explanation supplied" 
/product="hypothetical protein FLJ10624" 
/protein_id="XP_002333. 2" 
/db_xref-"GI : 12728298" 
/db_xref="LocusID: 55189" 

/translation="VEKPRIEIXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXESX 
XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXEDAVEDDAEENPIVLEFQQERE 
AFYIKDPKKALQGFFDREGEELEYEFDEQGHSTWLCRVRLPVDDSTGKQLVAEAIHSG 
KKKEAMIQCSLEACRILDTLGLLRQEAVSRKRKAKNWEDEDFYDSDDDTFLDRTGLIE 
KKRLNRMKKAGKIDEKPETFESLVAKLNDAERELSEISERLKASSQVLSESPSQDSLD 
AFMSEMKSGSTLDGVSRKKLHLRTFELRKEQQRLKGLIKIVKPAEIPELKKTETQTTG 
AENKAKKLTLPLFGAMKGGSKFKLKTGTVGKLPPKRPELPPTLMRMKDEPEVEEEEEE 
EEEEEKEKEEHEKKKLEDGSLSRPQPEIEPEAAVQEMRPPTDLTHFKETQTHENMSQL 
SEEEQNKDYQDCSKTTSLCAGPSASKNEYEKSRGELKKKKTPGPGKLPPTLSSKYPED 
DPDYCVWVPPEGQSGDGRTHLNDKYG Y " 
a 614 c 717 g 622 t 207 others 



836 



BASE COUNT 
ORIGIN 

1 aggtctggac ctgaaccgag acaaggaggt accacactat tcactgctgc gtcgcaagcg 
61 ggctgggcgg ctgtctggac ctcgagaggc ctgaggcaag gatcgcgtca gaccccgaaa 
121 gctggtttgt tgattagtga tctaagaccg ccggcaggac ttcttctcaa tcaagctatg 
181 caacaggaag tcattacgat cccgttgtaa cctctaaata tgtccccgtt ctgcacagca 
241 tcccgataac cgttttgttt ttctcatatt atgaccttct catgttagca ccacttcgca 
301 acgctccagg tcgtgaagga gcaacttcac catcgccgcc tacagacgcc actgggagct 
361 tgggagagtg ggacgtggac aggaacgtaa agaccgaaga gtgggtttcg aaggagcgga 
421 tttcgaagtt gcaccggttg aggatggctg acattctctc tcagtcagag accctggcgt 
4 81 cgcaagacct cagtggggac ttcaagaagc cagctctgcc ggtgtcccca gcggcgcgga 
541 gtaaggcccc ggccagcagt tcttcaaacc ctgaggaggt acagaaggaa gggcccactg 
601 cgttgcagga ctccaattct ggggagcccg acatccctcc tcctcagccg gactgcggtg 
661 attttaggag tctacaggag gagcagtcgc gccccccgac agcggtttct tcccctggcg 
721 gtccagccgg gctcccccct accaagagcc tccatggggt gccgctgcca cagcccccta 
781 cagcttagag acctgaaggg cggcactatc cttggcaccc gtagcttgaa agggacgagt 
841 tactgccttt tcgggaggct gtctggctgc gacgtgtgcc tggagcacca cttcggtgtc 
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901 tcggtaccac gcagtgctgc agcacaggcg 
961 ggccgggctt ctacctctac gatctgggaa 
1021 gcatcccacc tcgcacctac tgtcgagtcc 
1081 gcacccggct ctttatcctg caggtaggta 
1141 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
1201 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
1261 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
1321 nnnnnnnnnn nnnnnnnnnn nnnnngagaa 
1381 cctattgtct tagagtttca gcaggaaagg 
1441 gctctccaag gcttttttga ccgagaagga 
1501 ggacatagca cttggctctg cagggtgaga 
1561 ctggtggctg aggccattca ctcaggaaag 
1621 gaagcttgtc ggattcttga cactttggga 
1681 aggaaagcca agaactggga agatgaagac 
1741 gataggactg gcctgattga gaagaagcgt 
1801 gatgagaagc cagagacctt tgaatcattg 
1861 ctttctgaaa tttctgagag attgaaagcc 
1921 caggattctt tagatgcgtt catgtcagaa 
1981 tcccggaaga aacttcacct gagaactttt 
2041 gggttaataa aaattgtaaa gccagcagag 
2101 actacaggtg cagaaaacaa agctaaaaag 
2161 ggaggaagca aattcaaatt aaaaactgga 
2221 gaactccctc caactctaat gagaatgaaa 
2281 gaggaagagg aagaagagaa agaaaaggag 
2341 agcctcagta ggccacagcc agagatagag 
2401 cccacagatc tcacacattt taaagaaacc 
2461 gaggaagaac agaataaaga ttatcaagac 
2521 ccctcagcat caaagaatga atatgagaaa 
2581 cctggtccag gcaaacttcc accaacactt 
2641 tactgtgtgt gggtcccacc tgaaggtcaa 
2701 aagtatggct attgattgct tcagaatccc 
2761 gaatatttgg gataatgtat caaattgaat 
2821 gatctggtga ctggcttttc gttctgtgtt 
2881 attctcatgc atttgatatt tatgtttaaa 
2941 catatgtttt gagaatttgt aaagtgagag 



tccggcctga cggagaatgc gacagcaacg 
gcacccatgg cacttttctc aacaaaactc 
acgttgggca tgttgttcgc tttggaggca 
gaaaaaccta gaattgaaat ttnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
gaatccnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
gatgcagtag aggatgatgc tgaagagaac 
gaggcctttt atataaagga tcccaaaaag 
gaagaattag aatatgaatt tgatgaacag 
ttacctgtgg acgattcaac tggaaaacaa 
aaaaaagaag caatgatcca gtgctcattg 
ttgcttcggc aggaagcagt atctcggaaa 
ttttatgata gtgatgatga cacatttctt 
ctgaacagaa tgaagaaggc tggcaagatt 
gttgcaaaat taaatgatgc tgaaagggaa 
tcaagccaag ttctatcaga gtctccatct 
atgaaatcag gcagtacatt agatggtgtg 
gaactgagga aagaacaaca gagacttaaa 
attccagaac taaaaaagac tgaaactcag 
cttacattgc ctctatttgg tgccatgaaa 
acagtaggga agttaccccc caagcgtcca 
gatgagcctg aagtagaaga ggaggaggaa 
gagcatgaaa agaaaaaact ggaggatgga 
ccagaagcag cagtgcagga aatgaggcct 
caaacccatg aaaacatgtc tcaacttagc 
tgtagcaaaa ccacttcatt gtgcgcagga 
agcagaggtg aattgaagaa aaagaaaaca 
tcttccaaat atcctgaaga tgacccagac 
agtggagatg gcagaaccca tcttaatgac 
aaaagaaaac cttgtggacc atgtgacatg 
ggccagagaa gtttagatga ttatttgtaa 
cttggcttcc taaatttatc tgcccatatg 
agtgtttata tatgtatgta aaaagggaac 
acatgatcct attaaaataa gaaggc 
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LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



COMMENT 



XP_002333 
hypothetical 
XP_002333 
gl2728298 
XP 002333.2 



535 aa 
protein FLJ10624 

GI:12728298 



PRI 

[Homo sapiens] 



09-FEB-2001 



Craniata; Vertebrata; Euteleostomi; 
Catarrhini; Hominidae; Homo. 



FEATURES 

source 



Protein 



CDS 



ORIGIN 



REFSEQ: accession XM_002333.2 
human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 {residues 1 to 535) 
NCBI Annotation Project. 
Direct Submission 

Submitted {05-FEB-2001 ) National Center for Biotechnology 
Information, NIH, Bethesda, MD 20894, USA 

GENOME ANNOTATION REFSEQ: This reference sequence was derived by 
automated computational analysis of NCBI genomic sequence contig 
NT_022380 using gene prediction method: Acembly. 

Supporting evidence includes similarity to: 1 mRNAs See details ir 
AceView: 55189. 

[WARNING] On Apr 16, 2001 this sequence was replaced by a newer 
version gi:13636383. 

On Feb 9, 2001 this sequence version replaced gi: 11429057. 
Method: conceptual translation supplied by author. 

Location/Qualifiers 

1. .535 

/ organism-"Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="2 " 
<1. .535 

/product="hypothetical protein FLJ10624" 
1. .535 
/partial 

/gene=" FLJ10624" 
/db_xref="LocusID: 55189" 
/coded_by="TR00064 739 :<1108 . . 2715" 



1 
61 



// 



vekprieixx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xesxxxxxxx xxxxxxxxxx 

xxxxxxxxxx xxxxxxxxxx edaveddaee npivlefqqe reafyikdpk kalqgffdre 

121 geeleyefde qghstwlcrv rlpvddstgk qlvaeaihsg kkkeamiqcs leacrildtl 

181 gllrqeavsr krkaknwede dfydsdddtf Idrtgliekk rlnrmkkagk idekpetfes 

Ivaklndaer elseiserlk assqvlsesp sqdsldafms emksgstldg vsrkklhlrt 

felrkeqqrl kglikivkpa eipelkktet qttgaenkak kltlplfgam kggskfklkt 

gtvgklppkr pelpptlmrm kdepeveeee eeeeeeekek eehekkkled gslsrpqpei 

epeaavqemr pptdlthfke tqthenmsql seeeqnkdyq dcskttslca gpsaskneye 

ksrgelkkkk tpgpgklppt Isskypeddp dycvwvppeg qsgdgrthln dkygy 



241 
301 
361 
421 
481 
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